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O06mecTBO ¢ OrpaHNYenHOii 0TBETCTBEHHOCTHIO
Hay4no — npounssoacreennas ¢pupma “HeciieoBareasckuii nenrp”
Poccus, 630559, HoBocubupckas o61acthp, Hosocubupckuii paiion,
& ; p-11. Kosib1oBo, HayuHo-NPON3BOACTBEHHASN 30HA, xopmyc 200, oduc 426
IlouroBslii agpec: 630559, Hosocu6upekas o61acts, p-n. Kobnoso, a/n 247
Teaedon / pake: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen NMpoAaK,
(383) 336-52-72 — Gyxrantepusi, (383) 325-30-07 - WJI

KadyecTBennoe ynocroBepenue Ha JieKapcTBeHHBII npenapar
AJIA BETEPHHAPHOI0 IpuMeHeHust Betom 1.2
Ne 912 ot 22 uronsn 2020 r.

Toprosoe HanmenoBanue: Berom 1.2.

MHH: Betom 1.2.

Homep PY: 35-1-10.18-4247NelIBP-1-10.18/03449,

Beimycek mo TY: 21.20.10-062-23609643-2018.

. JlekapcTBenHast ¢opma: TIOpOIIOK WIS NpHeMa BHYTPh U PEKTAIHLHOIO IPUMEHEHUS B MAaKeTe U3
JTaMMHUPOBAHHOH OyMary, Macca HeTTo 50 T.

6. Homep cepuu: 180620.

7. O6bem cepuu, NpeAbSBIsIEMOii Ha HenbITAHUS: 12300 T,

8. Mecto ot6opa: 1I1D.

9. Mara orGopa: 18.06.2020.

10. TaTa moctyrutenns 8 UWJIBTK: 18.06.2020.

11. KomyecTro noctynuemmx o6pasuos: 15 06pasios no 50 rpamm.
12. Kem oToGpana npo6a: na6opant O.B. Turtosa.

13. M3Beenne ot: 18.06.2020.

DR

Ne HaumeHoBaHue mokazaresis Hopma mo HT]T Pesynbrar ucnsrranuit
n/m
1. BHewHuit Buj, 1Ber, 3anax ITopowiok 6esioro 1npera 6e3 3anaxa CooTBeTCTBYET
2 Bpems pecycnienanpoBanus, Mud. | 10, JoIycKaeTcs HATMUIKE OcaaKa CooTBETCTBYET
3. pH (7,0+0,5) 6,6
4 [oteps B Macce mpu
BEICYIIMBaHUH, %, He Gosee 6,0 CoOTBETCTBYET
3. AHTaroHuCTHYECKast AKTHBHOCTh
K TECT-KyJIbTypam (30Ha
YTHETEHHS pOCTa, MM, HE MEHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. KomuecTBo »KUBBIX MHKPOOGHBIX
KIeTOK, Bacillus subtilis,
Bacillus amyloliquefaciens, 1x10° 2,6x10°
KOE/r, He MeHee
e [MomnmmHHOCTH Berom 1.2 nomxeH comepxatsb 6akrepun | COOTBETCTBYET
Bacillus subtilis, Bacillus
amyloliquefaciens
8. Muxkpobuonornueckasi YucToTa,
Hajlguue:
Enterobacteriaceae; He nomyckaercs CooTBeTCTBYET
Pseudomonas aeruginosa; He nomyckaetcs CooTBeTCTBYET
Staphylococcus aureus; He nomyckaercs CooTBeTCcTBYET
MTOCTOPOHHUX
MUKPOOPTaHU3MOB, B T.4. U
rpubos, He 6ojee ThIC/T 300,0 CootBeTcTBYET

JlexapcTBeHHEIN mpemapaT isi BeTepUHApHOro npuMeHeHus Berom 1.2, cepus 180620, B moTpeburennckoit
ymakoske makeT 50 I U3 JIAMUHHMPOBAHHOW OyMaru, COOTBETCTBYET TpeGoBanmaM. TY 21.20.10-062-23609643 u
MOXET ObITb BBIIYIIEH B IPAXKAAHCKUI 0G0POT B COMPOBOXKICHUH 3AKIIOIEHIS

TOAHOMOYEHHOTO JTHLIA.
3as. MWJIFTK ety ! \7?,( L AA Jlemsx
>/ 3 P g
Jupexrop (ls 5 o ‘5;’// AN Jlenax




